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CORONAVIRUS

Intranasal ChAdOx1 nCoV-19/AZD1222 vaccination reduces
viral shedding after SARS-CoV-2 D614G challenge in
preclinical models
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ChAdOx1 nCoV-19/AZD1222 is an approved adenovirus-based vaccine for severe acute respiratory
syndrome coronavirus 2 (SARS-CoV-2) currently being deployed globally. Previous studies in rhesus
macaques revealed that intramuscular vaccination with ChAdOx1 nCoV-19/AZD1222 provided protection
against pneumonia but did not reduce shedding of SARS-CoV-2 from the upper respiratory tract. Here, we
investigated whether intranasally administered ChAdOx1 nCoV-19 reduces detection of virus in nasal swabs
after challenging vaccinated macaques and hamsters with SARS-CoV-2 carrying a D614G mutation in the
spike protein. Viral loads in swabs obtained from intranasally vaccinated hamsters were decreased
compared to control hamsters, and no viral RNA or infectious virus was found in lung tissue after a direct
challenge or after direct contact with infected hamsters. Intranasal vaccination of rhesus macaques
resulted in reduced virus concentrations in nasal swabs and a reduction in viral loads in bronchoalveolar
lavage and lower respiratory tract tissue. Intranasal vaccination with ChAdOx1 nCoV-19/AZD1222 reduced
virus concentrations in nasal swabs in two different SARS-CoV-2 animal models, warranting further
investigation as a potential vaccination route for COVID-19 vaccines.
INTRODUCTION
The coronavirus disease 2019 (COVID-19) pandemic,
caused by severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2), initiated the rapid development of vaccines
based on a wide variety of platforms. Just 17 months later after the release of the first SARS-CoV-2 genome sequence, several vaccines have been approved and Phase III clinical trial
data has been published (1–3). These data suggest that vaccines based on the spike (S) protein of SARS-CoV-2, which
generate a neutralizing antibody response, can reach an efficacy of up to 95%. Furthermore, several vaccines developed
by Astrazeneca/Oxford, Bharat Biotech, CanSinoBIO, the
Gamaleya Research Institute, Moderna, Pfizer/BioNTech, Sinopharm, Sinovac, and the Vector Institute have now been
approved, fully or for emergency use.
In humans, most SARS-CoV-2 infections will present as
asymptomatic or mild upper respiratory tract infection but
are still accompanied by shedding of virus from the oral and
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nasal mucosa (4). Depending on the study, shedding in
asymptomatic infections was of shorter duration, but often to
similar viral loads initially (4). Asymptomatic as well as presymptomatic shedding has been associated with SARS-CoV-2
transmission (5–7).
In preclinical non-human primate (NHP) challenge experiments, several vaccines were successful at preventing disease
and reducing or preventing virus replication in the lower respiratory tract. However, subgenomic and genomic viral RNA
was still detected in nasal samples of these NHP experiments,
dependent on vaccine dose (8–12). Subgenomic viral RNA is
indicative of replicating virus in the upper respiratory tract.
It is currently unclear whether the detection of virus in nasal
swabs in NHPs translates directly to transmissibility in humans after infection.
It is possible that vaccination will result in attenuation or
prevention of disease, but infection of the upper respiratory
tract will occur even after vaccination, possibly resulting in
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transmission. Currently, the majority of COVID-19 vaccines
in development utilize an intramuscular (IM) injection,
which predominantly produces a systemic IgG response and
a poor mucosal response (13). For a vaccine to elicit mucosal
immunity, antigens will need to be encountered locally at the
initial site of replication: the upper respiratory tract. To address this, we evaluated the potential of using the COVID-19
vaccine candidate, ChAdOx1 nCoV-19, as an intranasal (IN)
vaccine in hamster and rhesus macaque models.
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RESULTS
Intranasal vaccination of Syrian hamsters with
ChAdOx1 nCoV-19 protects against SARS-CoV-2 infection after direct challenge.
To evaluate the efficacy of an IN vaccination with ChAdOx1 nCoV-19, three groups of 10 Syrian hamsters (14) were
vaccinated with a single dose 28 days prior to challenge;
group 1 received ChAdOx1 nCoV-19 via the IN route, group 2
received the same dose of vaccine via the IM route, and group
3 received control vaccine ChAdOx1 green fluorescent protein
(GFP) via the IM route. Binding antibodies against SARSCoV-2 S protein in peripheral blood were measured at 1 day
prior to infection. Vaccination by either route resulted in high
IgG titers (25,600-204,800) with no difference observed between vaccination routes (Fig. 1A). Likewise, high neutralizing antibodies titers were detectable at 1 day prior to
infection. Intriguingly, neutralizing antibody titers were significantly higher in animals that received an IN vaccination
(p = 0.0269, Fig. 1B). For IN inoculation of Syrian hamsters
(104 median tissue culture infectious dose (TCID50)/animal)
28 days post vaccination, we used the SARS-CoV2/human/USA/RML-7/2020 isolate, which contains the
D614G mutation in the S protein. Animals who received ChAdOx1 GFP started losing weight at 3 days post infection (DPI)
and did not regain weight until 8 DPI. None of the vaccinated
animals lost weight throughout the course of the experiment
(Fig. 1C). Oropharyngeal swabs were collected daily from 6
animals per group up to 7 DPI. Viral RNA was detected in
swabs from all animals. A reduced amount of viral RNA was
detected in nasal swabs from IN-vaccinated animals compared to control animals on 1 to 3 and 6 to 7 DPI (Fig. 1D,
upper row). However, a significant reduction of viral RNA detected in oropharyngeal swabs from IM-vaccinated animals
compared to control animals was only detected at 7 DPI (p <
0.05, Fig. 1D, upper row). When the area under the curve
(AUC) was calculated as a measurement of total amount of
viral RNA detected in swabs, values for IN-vaccinated animals were significantly less than control animals (p = 0.0074,
Fig. 1E, upper). Although viral RNA is an important measurement, the most crucial measurement in swabs is infectious
virus. We found a significant difference between infectious
virus detected in oropharyngeal swabs of IN-vaccinated animals compared to controls daily (p < 0.05, Fig. 1D, lower row).

Likewise, the amount of infectious virus detected in swabs
over the course of the experiment was significantly lower in
IN-vaccinated animals than controls (p = 0.002, Fig. 1E, lower
row). In contrast, we did not find a difference in AUC for viral
RNA and infectious virus when comparing control and IMvaccinated animals (Fig. 1E). At 5 DPI, four animals in each
group were euthanized. Viral load and infectious virus titer
were high in lung tissue of control animals, whereas we were
unable to detect viral RNA or infectious virus in lung tissue
from IN-vaccinated animals (Fig. 1F). Two animals in the IM
group were weakly positive for genomic RNA, but not for subgenomic RNA or infectious virus (Fig. 1F).
Lung tissue obtained at 5 DPI was then evaluated for pathology (Fig. 2). Lesions were found in the lungs of control
animals throughout (40-70% of tissue, Fig. 2A and table S1).
Interstitial pneumonia was present in all animals, as well as
edema, type II pneumocyte hyperplasia, and perivascular leukocyte infiltration, similar to what has been observed previously (14). In contrast, no lesions or pathology were observed
in lung tissue of vaccinated animals (Fig. 2B and C and table
S1). SARS-CoV-2 N antigen in lung tissue was only found in
control animals (20-70% of lung tissue was immunoreactive,
Fig. 2D), but not for vaccinated animals (Fig. 2E and F, table
S1).
Intranasal vaccination of Syrian hamsters with
ChAdOx1 nCoV-19 protects against SARS-CoV-2 infection during direct contact with infected hamsters.
Since direct IN inoculation of Syrian hamsters is an artificial route of virus challenge, and Syrian hamsters transmit
SARS-CoV-2 readily (15), we repeated the above experiment
within a direct contact horizontal transmission setting.
Briefly, unvaccinated hamsters were IN challenged with
SARS-CoV-2 (104 TCID50, donor animals). After 24 hours, vaccinated animals were introduced into the cage. Four hours
later, donor animals were removed (Fig. 3A). As in the previous experiment, vaccination of hamsters with ChAdOx1
nCoV-19 resulted in high binding and neutralizing antibodies
(Fig. 3B and C). Neutralizing antibodies were significantly
higher in IN-vaccinated animals relative to IM-vaccinated
hamsters (p = 0.001, Fig. 3C). Control animals started losing
weight at 4 days post exposure (DPE) and started recovering
weight at 8 DPE (Fig. 3D). None of the vaccinated animals
lost weight throughout the experiment, and a significant difference in weight was observed starting at 4 and 5 DPE for
IN and IM-vaccinated animals compared to controls, respectively (p < 0.05, Fig. 3D). Oropharyngeal swabs were collected
daily from 10 animals per group, and viral RNA and infectious virus was measured (Fig. 3E). A significantly reduced
amount of viral RNA and infectious virus was again detected
in IN-vaccinated animals relative to control animals (p <
0.05, Fig. 3F). However, as in the previous experiment, limited differences in amount of viral RNA and infectious virus
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cavity. Four control animals were vaccinated with ChAdOx1
GFP as controls. Blood, nasosorption swabs and bronchoalveolar lavage (BAL) samples were collected throughout the experiment. For nasosorption samples, a small piece of
absorbent filter paper was inserted into the nostril of the animal, and the nostril was closed for 60 s. As expected, a higher
fraction of IgA to total Ig was detected in nasosorption samples compared to BAL and serum samples (fig. S1). S and receptor binding domain (RBD)-specific IgG antibodies were
detected in serum and nasosorption samples after prime vaccination, but not in BAL, at 7 days post prime vaccination.
Higher IgG titers were found in all samples obtained after a
second vaccination at 28 days post prime vaccination (DPV)
(Fig. 5A to C). S and RBD-specific IgA antibodies were detected in serum upon prime vaccination but did not increase
upon boost vaccination (Fig. 5D). In contrast, SARS-CoV-2
specific IgA antibodies were only weakly detected in nasosorption samples upon prime vaccination but further increased upon boost vaccination (Fig. 5E). No SARS-CoV-2
specific IgA antibodies were detected in BAL at 7 DPV but
were detected seven days post boost vaccination (36 DPV, Fig.
5F). Circulating neutralizing antibodies were readily detected
in vaccinated animals, to values similar to convalescent serum obtained from humans infected with SARS-CoV-2 with
symptoms varying from asymptomatic to severe (Fig. 5G) and
from serum collected from NHPs which received a prime or
prime-boost IM vaccinated with ChAdOx1 nCoV-19 28 days
post vaccination (8). Furthermore, multiple antigen-specific
antibody Fc effector functions were detected in serum samples collected at 14, 28, 42, and 56 DPV; circulating antibodies
in vaccinated animals promoted phagocytosis, complement
deposition and natural killer (NK) cell activation as measured
using in vitro assays (Fig. 5H). S protein-specific T cell responses were detected in peripheral blood mononuclear cells
(PBMCs) that were isolated at 14 DPV compared to control
animals (Fig. 5I).
Intranasal vaccination of rhesus macaques with
ChAdOx1 nCoV-19 protects against SARS-CoV-2 infection.
Animals were challenged via the intratracheal and IN
route using 106 TCID50 of SARS-CoV-2 (SARS-CoV2/human/USA/RML-7/2020). Nasal swabs were investigated
for the presence of genomic RNA, subgenomic RNA and infectious virus. In control animals, both types of viral RNA
were readily detected in nasal swabs (Fig. 6A). Genomic RNA
was detected in all 4 animals (11 out of 16 swabs total),
whereas subgenomic RNA was detected in 3 out of 4 animals
(4 out of 16 swabs total, Fig. 6A). Infectious virus was detected
in 3 out of 4 animals (5 out of 16 swabs total, Fig. 6A). Viral
RNA was detected in nasal swabs obtained from vaccinated
animals, but viral load was lower and fewer swabs were positive. Genomic RNA was detected in 3 out of 4 animals (5 out
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were detected in IM-vaccinated animals compared to controls (Fig. 3E). The total amount of viral RNA and infectious
virus throughout the experiment, illustrated as AUC, was significantly different for IN-vaccinated animals compared to
controls in both viral RNA and infectious virus (p <0.0001),
but not for IM-vaccinated animals (Fig. 3F). Four animals per
group were euthanized at 5 DPE and lung tissue was harvested. Again, no viral RNA or infectious virus was detected
in lung tissue obtained from IN-vaccinated animals (Fig. 3G).
However, viral RNA could be detected in lung tissue from
three (gRNA) and two (sgRNA) IM-vaccinated animals, and
infectious virus was detected in lung tissue of one IMvaccinated animal (Fig. 3G).
Viral RNA obtained from oropharyngeal swabs was sequenced at 2 and 5 DPE. Sequences obtained at 2 DPE from
four different animals contained SNPs in the S protein (Table
1). Two SNPs encoded a non-synonymous mutation;
Asp839Glu and Lys1255Gln. Three swabs were obtained from
IN-vaccinated animals, one swab was obtained from an IMvaccinated animal. At 5 DPE, three swabs obtained from hamsters, all from the IN group, contained SNPs in the S protein.
Two SNPs encoded a non-synonymous mutation, His49Tyr
and Ile434Val. No identical SNPs in S protein were seen in
different swabs.
Lung tissue of control animals obtained at 5 DPE had the
same appearance as those obtained in the previous experiment (Fig. 4A). Lesions were observed in 40-50% of tissue,
and interstitial pneumonia, edema, type II pneumocyte hyperplasia, and perivascular leukocyte infiltration were observed in all animals. As previously, no lesions or pathology
were observed in lung tissue of IN-vaccinated animals (Fig.
4B). However, lesions were observed in the IM-vaccinated animals (5-20%, 3 out of 4 animals), accompanied with mild interstitial pneumonia (3 out of 4 animals), type II pneumocyte
hyperplasia (2 out of 4 animals), and perivascular leukocyte
infiltration (1 out of 4 animals) (Fig. 4C). Edema was not observed in IM-vaccinated animals (Fig. 4C and table S2). SARSCoV-2 N antigen in lung tissue was found to be present in
control animals (30-60% of lung tissue was immunoreactive,
Fig. 4D) but not for IN-vaccinated animals (Fig. 4E, table S2).
SARS-CoV-2 N antigen in lung tissue was present to a lesser
extent in IM-vaccinated animals (5% of lung tissue, 3 out of 4
animals, Fig. 4F).
Intranasal vaccination of rhesus macaques with
ChAdOx1 nCoV-19 results in a robust immune response.
The results obtained in hamster studies prompted us to
investigate the impact of IN vaccination in rhesus macaques
(16). Four non-human primates were vaccinated with a
prime-boost regimen of ChAdOx1 nCoV-19 at 56 and 28 days
before challenge using the same dose as previously described
(8), utilizing an IN mucosal atomization device. This device
produced a spray of aerosols that were deposited in the nasal

First release: 27 July 2021

virus-specific IgA or IgG antibody titers in BAL and nasosorption samples. Notably, minimal titers of nasosorption IgG
and relatively low titers of nasosorption IgA were detected in
the only animal exhibiting virus titer in nasal swabs after
challenge (NHP1). This animal also had low serum IgG and
virus neutralizing titers. Meanwhile, titers of BAL IgA and
IgG were lowest in NHP2 and very high in NHP4; genomic
and subgenomic RNA titers in BAL and lung tissue were highest and lowest in these animals, respectively. PC analysis of
post-challenge viral load (AUC) in nasal swabs, BAL, and lung
tissue, again, yielded clustering according to vaccination status (Fig. 8C). Variation between control animals seemed to
reflect site-specific differences in virus replication between
the upper and lower respiratory tract (Fig. 8D).
To examine these relationships further, we generated a
correlation matrix integrating the pre- and post-challenge
data from the IN-vaccinated animals (fig. S2). The Spearman
rank correlation coefficients computed for individual antibody-virology variable pairings were assessed; however, the
low number of animals precluded statistical comparison.
Nevertheless, higher titers of serum (neutralizing and Fc effector-function-inducing) antibodies and nasosorption antibodies correlated with reduced virus detection in nasal
swabs, viral RNA in the BAL and lung tissue exclusively displayed strong negative correlations with BAL IgG and IgA titers (Fig. 8E). Of note, subgenomic RNA titers generally
appeared to correlate more strongly with antibody titers than
genomic RNA titers across sampling sites.
DISCUSSION
Here we show that IN vaccination of hamsters and NHPs
with ChAdOx1 nCoV-19 results in a robust mucosal and humoral immune response. In comparison to hamsters vaccinated via the IM route, a reduction in virus load in swabs is
found in IN vaccinated animals, combined with full protection of the respiratory tract (no viral RNA). In NHPs, we observed a reduction in infectious virus in swabs at 1 DPI (p <
0.05). Viral load in BAL and the lower respiratory tract were
reduced, and we were unable to find any signs of pneumonia
in vaccinated hamsters or NHPs.
Since the release of the first full-length genome of SARSCoV-2 (17), thousands of complete genomes have been released. Multiple clades have been identified, as well as mutations throughout the genome of SARS-CoV-2. The most
prevalent of these mutations is likely D614G in the S protein,
which is present in the majority of circulating SARS-CoV-2
viruses (18). All vaccines in clinical trials are based on the initial SARS-CoV-2 sequences (17), and mutations in the S protein may result in immune evasion (19). Here, a heterologous
challenge was implemented in all experiments; we utilized
isolate SARS-CoV-2/human/USA/RML-7/2020, which was
isolated from a nasopharyngeal swab in July 2020 and belongs to clade 20A. This virus has only the D614G mutation
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of 16 swabs total), whereas subgenomic RNA and infectious
virus was only detected in 1 out of 4 animals (1 swab each)
(Fig. 6A). Total amount shed was depicted using AUC analysis (Fig. 6B). Genomic and subgenomic RNA in BAL was detected in all four control animals (11 and 8 out of 12 samples,
respectively, Fig. 6C). Infectious virus in BAL was detected in
2 out of 4 animals (3 out of 8 samples, Fig. 6C). Genomic RNA
was detected in 4 out of 4 vaccinated animals, but only at
early time points (5 out of 12 samples, Fig. 6C). Subgenomic
RNA was only found in one animal and was very low (1 out
of 12 samples, Fig. 6C). The differences in number of positive
samples between vaccinated and control animals were significant (genomic RNA, p = 0.0272; subgenomic RNA p =
0.0094, Fig. 6C). No infectious virus could be detected in BAL
samples from vaccinated animals (0 out of 12 samples) (Fig.
6C). AUC analyses again showed a significant reduction in
sgRNA concentration in BAL from vaccinated animals relative to controls (p = 0.0286, Fig. 6D). Animals were euthanized at 7 DPI and viral RNA concentrations in nasal
turbinates and lung tissue were analyzed. Viral load in lung
was significantly lower for vaccinated animals than for control animals (p <0.0001 and 0.001 for genomic and subgenomic RNA, respectively), but no difference in viral load in
nasal turbinates was detected (Fig. 6E to F).
Three out of four control animals developed some degree
of viral interstitial pneumonia (Fig. 7A). Pulmonary lesions
consisted of minimal interstitial pneumonia, characterized
by focal areas of type II pneumocyte hyperplasia. These findings are consistent with previously observed responses at 7
DPI with SARS-CoV-2 in rhesus macaques, which is predominantly a reparative response. Additionally, a mild thickening
of alveolar septa and small numbers of macrophages and
fewer neutrophils were observed. Multifocally, there were
perivascular infiltrates of small numbers of lymphocytes that
form perivascular cuffs. Pulmonary pathology was absent in
lung tissue of vaccinated animals after inoculation with
SARS-CoV-2 (Fig. 7B). Immunohistochemistry analysis
showed no SARS-CoV-2 antigen was detected by immunohistochemistry in vaccinated animals (Fig. 7C). In contrast,
viral antigen was observed in type-I and II pneumocytes in
all control animals (Fig. 7D).
We subsequently sought to define the impact of the vaccine-specific humoral response on nasal shedding and viral
load after challenge. We first used a principal component
analysis (PCA) to cumulatively assess and identify salient
drivers of variance across multivariate antibody responses,
particularly within the cohort of ChAdOx1 nCoV-19 recipients. PCA revealed the distinct segregation of vaccinated animals from controls, driven by local and systemic antibodies
with diverse functions (Fig. 8A and B). Variation between INimmunized animals, largely encapsulated by principal component (PC) 2, was primarily mediated by differences in
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respiratory tract tissue in mice (26). Tostanoski et al. investigated IM vaccination in hamsters and found near complete
protection in lung tissue dependent on vaccine candidate
(27). This agrees with our findings; we find a reduction in
virus load in swabs of IN-vaccinated animals, but not IMvaccinated animals. We also find full protection of the lower
respiratory tract in IN-vaccinated animals. Since IN vaccination of mice (26) and NHPs elicited SARS-CoV-2-specific IgA
in BAL or nasosorption samples, we hypothesize that the
same occurred in hamsters and, combined with the higher
neutralizing titers, resulted in a reduction in nasal shedding.
In our second hamster study we moved away from IN inoculation and investigated vaccine efficacy in a transmission
model. Transmission of SARS-CoV-2 was efficient, resulting
in 100% transmission to control sentinel animals after just 4
hours of exposure to infected animals. Again, IN vaccination
resulted in a reduction in virus detection in swabs from sentinel hamsters compared to control animals. Although protection of the lower respiratory tract was complete in INvaccinated animals, only partial control was seen in IMvaccinated animals, in contrast to the direct challenge experiment. It is possible that the difference between IN- and IMvaccinated animals is caused by virus seeding of the lungs
from the upper respiratory tract; higher viral nasal detection
in IM-vaccinated animals compared to IN-vaccinated animals is likely reflective of a relative increase in virus deposition in the lung from the upper respiratory tract in IM
compared to IN-vaccinated animals. That does not explain
however why such a discrepancy between vaccination groups
was not observed in the direct challenge study. Another hypothesis would be a difference in the initial site of virus deposition. Direct contact transmission likely represents a wide
variety of exposure routes for the sentinel animals, including
fomites and aerosols. A previous study in our laboratory
showed the deposition of fluorescently labeled virus in the
lungs of hamsters upon IN inoculation (29). However,
whereas that study used an inoculation volume of 80 μl, in
the current study an inoculation volume of 40 μl was utilized.
It is possible that virus deposition directly into the lungs via
IN inoculation with 40 μl is limited, whereas in the case of
indirect transmission, virus particles might be inhaled directly into the lung. Indeed, we recently showed that infection via aerosols, but not via direct IN inoculation, resulted
in a high virus load in lung tissue at 1 DPI (30). It should be
noted that infectious virus titers in the lungs of control animals in the transmission experiment compared to the direct
challenge experiment were five times higher, supporting this
supposition. Finally, it is possible that IN vaccination results
in a faster and more robust systemic immune response, as
demonstrated by the higher VN titers in animals vaccinated
via the IN route compared to the IM route. Interestingly,
Bricker et al. (31) report a similar difference in VN titers in
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as compared to the vaccine antigen. Both hamster and NHP
studies described here demonstrated that the ChAdOx1
nCoV-19 vaccine protects against SARS-CoV-2 containing the
D614G mutation. It is likely that this translates to other vaccine platforms as well.
Our previous and others’ studies investigating efficacy of
COVID-19 vaccines in NHPs showed complete or near complete protection of the lower respiratory tract, but virus detection in nasal swabs was still observed (8–12). In natural
infection with respiratory pathogens, a systemic immune response, dominated by IgG, as well as a mucosal immune response, dominated by secretory IgA (sIgA), is induced (13,
20). Although abundant literature exists on systemic immune
responses to natural SARS-CoV-2 infection, literature on mucosal immunity is currently limited. In mucosal fluids from
COVID-19 patients, S and RBD-specific IgA, IgG, and IgM
were readily detected (21–23). It is hypothesized that sIgA
mainly protects the upper respiratory tract, whereas systemic
IgG protects the lower respiratory tract (13, 24, 25).
Upon IN vaccination of rhesus macaques with ChAdOx1
nCoV-19, we were able to detect SARS-CoV-2 specific IgG and
IgA in serum. More importantly, SARS-CoV-2 specific IgG
and IgA was also detected in nasosorption samples and BAL.
No nasosorption samples were collected in our previous
study (8), but BAL collected at 3 and 5 DPI did not contain
high titers of SARS-CoV-2 specific antibodies. Thus, IN vaccination elicited enhanced SARS-CoV-2-specific mucosal immunity comparable to that induced in animals who received
an IM vaccination with ChAdOx1 nCoV-19 as demonstrated
by IgA detection in nasosorption and BAL samples. Furthermore, in NHPs, subgenomic and infectious virus in swabs was
only detected in one vaccinated animal. This animal exhibited low titers of IgG and IgA antibodies in nasosorption samples coupled with low virus neutralizing (VN) and sera IgG
titers, suggesting that a robust humoral response in the nasal
mucosa and in circulation is necessary to efficiently control
nasal shedding.
T cell responses may contribute to vaccine-mediated protection against SARS-CoV-2. S protein-specific T cell responses were detected in 3 out of 4 vaccinated animals and
were comparable to T cell responses detected in rhesus macaques that received a prime-boost regimen of ChAdOx1
nCoV-19 via the IM route as measured by enzyme-linked immune absorbent spot (ELIspot) assay.
Vaccination of small animal models with an adeno-vectored vaccine against SARS-CoV-2 has been reported by others, including two studies which investigated IN vaccination
(26–28). Bricker et al. showed a reduction in virus load in nasal swabs, near complete protection of upper respiratory tract
and partial lower respiratory tract protection in hamsters
(28), whereas Hassan et al. did not investigate nasal shedding
but found near complete protection of upper and lower
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vaccine control group in the hamster studies, which would
have allowed for direct comparison between vaccinated and
control groups dependent on vaccination route. This group
was not included based on previous experiences with the
ChAdOx1 platform, where no differences were observed in
the IN or IM control vaccinated animals (32).
The data presented supports the investigation of IN delivery of COVID-19 vaccines. With the roll-out of COVID-19 vaccines worldwide, it will be crucial to investigate whether the
vaccines provide sterilizing immunity, or whether vaccinated
people are still susceptible to infection of the upper respiratory tract and onward transmission of the virus. The data presented here demonstrates SARS-CoV-2-specific mucosal
immunity is possible after IN vaccination, and results in a
reduction in virus detection in nasal swabs in hamsters. The
University of Oxford has started a phase 1 clinical trial including 54 healthy adults to investigate intranasal vaccination of
human volunteers with ChAdOx1 nCoV-19.
MATERIALS AND METHODS
Study Design
Study size calculations for the hamster studies were based
on in-house data on shedding profiles and were set up to find
statistical significance at a drop in shedding of 40% (power =
80%, α = 0.05. Hamsters were sorted by sex and then randomly divided into groups.
The experimental design of the NHP study, including
study size calculation, was based on a previously reported
study (8). Eight Indian origin rhesus macaques (5 females
and 3 males) between 4 and 11 years old were sorted by sex,
then by weight, and then randomly divided into two groups
of four animals. Animal group size was based on initial model
development (16). Animals were scored daily by the same person who was blinded to study group allocations using a
standardized scoring sheet as previously described (16).
In vivo models
The Institutional Animal Care and Use Committee
(IACUC) at Rocky Mountain Laboratories provided all animal
study approvals, which were conducted in an Association for
Assessment and Accreditation of Laboratory Animal Care
(AAALAC)-accredited facility, following the basic principles
and guidelines in the Guide for the Care and Use of Laboratory Animals 8th edition, the Animal Welfare Act, United
States Department of Agriculture and the United States Public Health Service Policy on Humane Care and Use of Laboratory Animals.
Animals were kept in climate-controlled rooms with a
fixed light/dark cycle (12-hours/12-hours). Hamsters were cohoused in rodent cages, fed a commercial rodent chow with
ad libitum water and monitored at least once daily. Rhesus
macaques were housed in individual primate cages allowing
social interactions, fed a commercial monkey chow, treats
and fruit with ad libitum water and were monitored at least
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hamsters vaccinated via the IN and IM route. This could result in a faster clearance of virus from lung tissue. INvaccinated control groups were not included in the hamster
studies, and thus effects caused by IN inoculation of hamsters
independent of the vaccine were not evaluated. However,
since volumes used are identical to those used for virus challenge, and no effect was observed in NHPs that received an
IN control vaccine, we hypothesize that this is not a cause of
the differences observed between the IM and IN vaccinated
groups. In addition, previous work with the intranasal administration of the ChAdOx1 Middle East respiratory syndrome (MERS) vaccine in a rodent model did not show any
difference between IN or IM administrated control ChAdOx1
GFP vaccine groups (32).
Mercado et al. previously showed the importance of different effector functions of antibodies in protection against
SARS-CoV-2 in rhesus macaques (12). We adapted their assays and show that, upon IN vaccination with ChAdOx1
nCoV-19, a variety of antibody-dependent Fc effector functions are elicited, including monocyte cellular phagocytosis,
complement deposition, and natural killer cell activation. Although the importance of neutralizing antibodies against
SARS-CoV-2 has been convincingly demonstrated in rhesus
macaques (33), the importance of other effector functions remains unknown. ChAdOx1 nCoV-19 has been shown to induce anti-S neutralizing antibody titers, as well as antibodydependent neutrophil and monocyte phagocytosis, complement activation, and natural killer cell activation (34). A selective delay or defect in IgG development has been linked to
severe and fatal outcomes in human patients (35). A recent
study in mice demonstrated that in vitro neutralization did
not uniformly correlate with in vivo protection, and that
binding to Fc receptors was of importance, suggesting that
antibody effector functions play a pivotal role in protection
against SARS-CoV-2 (36). Preliminary PC and correlation
analyses suggested that, although both vaccine-induced circulating antibodies with neutralizing and non-neutralizing
functionality and upper respiratory antibodies play a role in
reducing nasal shedding, virus replication in the airway and
lung tissue is primarily controlled by antibodies localized to
the lower respiratory tract. However, given that low animal
numbers prevented us from establishing clear correlations,
further studies will be required to clearly define the relative
impact of each component of the multifunctional humoral response on measures of protection.
There are several limitations to our study. In our NHP
study, animal numbers were limited. Although we observed
differences that were very encouraging between intranasally
vaccinated and control animals, these were not significant.
Furthermore, no IM vaccinated group was included in the
NHP study, which would have allowed for direct comparison
of shedding profiles between these groups. There was no IN-

First release: 27 July 2021

animals were followed for 21 days post challenge. Weight was
recorded daily, and oropharyngeal swabs were taken daily up
to 7 days post inoculation in 1 mL of DMEM supplemented
with 2% fetal bovine serum, 1 mM L-glutamine, 50 U/ml penicillin and 50 μg/ml streptomycin (DMEM2). Upon euthanasia, blood and lung tissue were collected and subsequently
analyzed for virology and histology.
Vaccination and infection of NHPs
The vaccine group was vaccinated with 1 ml of ChAdOx1
nCoV-19 using a MAD Nasal IN Mucosal Atomization Device
(Teleflex, US) at -56 and -28 DPI. Within the control group, 2
animals were vaccinated via the same route with ChAdOx1
GFP, and two animals were vaccinated with ChAdOx1 GFP in
2 ml using an Omron Mesh nebulizer NE-U100. All vaccinations were done with 2.5 × 1010 virus particles per animal diluted in sterile PBS. Animals were challenged with SARSCoV-2/human/USA/RML-7/2020 (MW127503.1) diluted in
sterile DMEM on 0 DPI; with administration of 4 mL intratracheally and 1 mL intranasally of 2 × 105 TCID50/mL virus
suspension. Scoring was based on the evaluation of the following criteria: general appearance and activity, appearance
of skin and coat, discharge, respiration, feces and urine output, and appetite. Clinical exams were performed on -56, -49,
-42, -28, -21, -14, -7, 0, 1, 3, and 5 and 7 DPI. Nasosorption
samples and blood were collected at all exam dates. Nasosorption samples were collected as previously described (40).
Briefly, a nasosorption device (Hunt Developments UK Ltd)
was inserted into the nasal cavity, and the nostril was manually held closed for 60 s. The swab was placed in 300 μl of
AB-33K (PBS containing 1% bovine serum albumin (BSA) and
0.4% Tween-20) and vortexed for 30 s. The swab and liquid
were placed on a spin filter (Agilent, 5185-5990) and spun at
16,000 rpm for 20 min. Filtered liquid was aliquoted and
stored at -80°C. Nasal swabs were collected on 0, 1, 3, 5, and
7 DPI. BAL was performed on 3, 5, and 7 DPI as previously
described. For each procedure, 10-30 mL of sterile saline was
instilled and the sample was retrieved with manual suction.
(41) Animals were euthanized and necropsy was performed
on 7 DPI and the following tissues were collected: cervical
lymph node, mediastinal lymph node, nasal mucosa, trachea,
all six lung lobes, right and left bronchus, spleen.
Cells and virus
SARS-CoV-2/human/USA/RML-7/2020
(MW127503.1)
was obtained from a nasopharyngeal swab obtained on July
19, 2020. Virus propagation was performed in VeroE6 cells in
DMEM2. The used virus stock was 100% identical to the initial deposited GenBank sequence and no contaminants were
detected. VeroE6 cells were maintained in DMEM supplemented with 10% fetal bovine serum, 1 mM L-glutamine, 50
U/ml penicillin and 50 μg/ml streptomycin (DMEM10).
VeroE6 cells were provided by Dr. Ralph Baric (University of
North Carolina at Chapel Hill). Mycoplasma testing is
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twice daily. Environmental enrichment for rhesus macaques
consisted of a variety of human interaction, commercial toys,
videos, and music. The Institutional Biosafety Committee
(IBC) approved work with infectious SARS-CoV-2 virus
strains under biosafety level 3 (BSL3)+ conditions. All sample
inactivation was performed according to IBC-approved
standard operating procedures for removal of specimens
from high containment.
Generation of ChAdOx1 nCoV-19 vaccine
ChAdOx1 nCoV-19 was designed as previously described
(8). Briefly, the S protein of SARS-CoV-2 (GenBank accession
number YP_009724390.1) was codon optimized for expression in human cell lines and synthesized with the tissue plasminogen activator (tPA) leader sequence at the 5′ end by
GeneArt Gene Synthesis (Thermo Fisher Scientific). The sequence, encoding SARS-CoV-2 amino acids 2-1273 and tPA
leader, was cloned into a shuttle plasmid using InFusion
cloning (Clontech). The shuttle plasmid encodes a modified
human cytomegalovirus major immediate early promoter (IE
CMV) with tetracycline operator (TetO) sites, poly adenylation signal from bovine growth hormone (BGH). ChAdOx1
nCoV-19 was prepared using Gateway recombination technology (Thermo Fisher Scientific) between this shuttle plasmid and the ChAdOx1 destination DNA (bacterial artificial
clone) BAC vector (37) resulting in the insertion of the SARSCoV-2 expression cassette at the E1 locus. The ChAdOx1 adenovirus genome was excised from the BAC using unique PmeI
(New England Biolabs) sites flanking the adenovirus genome
sequence. The virus was rescued and propagated in T-Rex 293
HEK cells (Invitrogen). Purification was by CsCl gradient ultracentrifugation. Virus titers were determined by hexon immunostaining assay and viral particles calculated based on
spectrophotometry (38, 39)
Vaccination and infection of hamsters
Syrian hamsters (4 to 6 weeks old) were vaccinated with
100 μl of 2.5 × 108 infectious units of vaccine intramuscularly
or 50 μl of 2.5 × 108 infectious units of vaccine intranasally.
Animals were vaccinated 28 days before challenge or exposure. One day prior to virus challenge or exposure animals
were bled via the retro-orbital plexus. For the direct challenge
experiment, 10 animals per group were challenged with 40 μl
of 104 TCID50 SARS-CoV-2/human/USA/RML-7/2020
(MW127503.1) diluted in sterile Dulbecco’s Modified Eagle’s
media (DMEM). In the transmission experiment, 14 unvaccinated donor animals per group were challenged with 40 μl
of 104 TCID50 SARS-CoV-2/human/USA/RML-7/2020 diluted
in sterile DMEM. One day later, 14 vaccinated animals per
group were co-housed with donor animals at a 2:2 or 1:1 ratio,
separated by sex. Four hours later, donor animals were removed from the cage and euthanized. In each experiment,
50% of animals were male and 50% of animals were female.
At 5 DPI, four animals were euthanized, and the remaining
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buffer exchanged into 10 mM Tris pH8, 150 mM NaCl buffer
(S) or PBS (RBD) and stored at -80°C.
Enzyme-linked immunosorbent assay (ELISA)
ELISAs were performed as described previously (8).
Briefly, maxisorp plates (Nunc) were coated overnight at 4°C
with 100 ng/well S or RBD protein in PBS. Plates were
blocked with 100 μl of casein in PBS (Thermo Fisher Scientific) for 1 hour at room temperature. Serum serially diluted
2x in casein in PBS was incubated at room temperature for 1
hour. Antibodies were detected using affinity-purified polyclonal antibody peroxidase-labeled goat-anti-monkey IgG
(Seracare, 074-11-021) in casein followed by 3, 3′, 5, 5′ - tetramethylbenzidine (TMB) 2-component peroxidase substrate
(Seracare, 5120-0047). The reaction was stopped using stop
solution (Seracare, 5150-0021) and read at 450 nm. All wells
were washed four times with PBST 0.1% tween in between
steps. Threshold for positivity was set at three times the optical density (OD) value of negative control (serum obtained
from non-human primates prior to start of the experiment)
or 0.2, whichever was higher.
Ig subtyping and SARS-CoV-2 specific IgG and IgA
quantification
Ig subtyping was performed using the isotyping Panel 1
Human/NHP Kit on the Meso Quickplex (MesoScale Discovery (MSD), K15203D) per manufacturer’s instructions. S and
RBD antibodies were determined using the V-PLEX SARSCoV-2 Panel 2 kit (MSD, K15383U and K15385U) per manufacturer’s instructions. These kits are validated by Meso
Quickplex. Both dimeric and monomeric IgA is detected using the kit.
Antibody-dependent complement deposition
11 μl of Red FluoSpheres NeutrAvidin-Labeled Microspheres (Thermo Fisher Scientific, F8775) were coated with
biotinylated S (25 μl at 1 mg/mL) or RBD protein (5 μl at 1
mg/mL) for 2 hours at 37°C, washed twice with PBS, and diluted in 1 mL of PBS. Serum was diluted 10x in RPMI-1640
(Gibco). 10 μl of beads, 40 μl RPMI-1640 and 50 ul diluted
sera was mixed and incubated for 2 hours at 37°C. Guinea pig
complement (Cedarlane, CL4051) was diluted 25x in gelatin
veronal buffer (Boston Bioproducts, IBB-300X) and 100 μl
was added to the serum:bead complex and incubated at 37°C
for 20 min. The serum:bead complex was then washed twice
with 15 mM EDTA and incubated with 50 μl fluorescein
isothiocyanate (FITC)-conjugated-anti-C3 antibody (100x dilution in PBS, MP Biomedical, 855385) for 15 min at room
temperature in the dark. Serum:bead complexes were washed
three times with PBS and analyzed on a BD FACS Symphony
A5 (BD Biosciences) flow cytometer using a high throughput
sampler within 1 hour of completion of protocol. All samples
were run in duplicate. Serum:bead complexes were gated by
forward scatter versus side scatter to remove debris, followed
by red bead fluorescence gating in the phycoerythrin (PE)
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performed at regular intervals and no mycoplasma was detected.
Virus titration
Tissue sections were weighed and homogenized in 750 μL
of DMEM. Virus titrations were performed by end-point titration in VeroE6 cells, which were inoculated with tenfold
serial dilutions of virus swab media or tissue homogenates in
96-well plates. Plates were spun down for 1 hour at 1000 rpm.
When titrating tissue homogenate, cells were washed with
PBS and 100 μl of DMEM2. Cells were incubated at 37°C and
5% CO2. Cytopathic effect was read 6 days later.
Virus neutralization
Sera were heat-inactivated (30 min, 56°C), after which
two-fold serial dilutions were prepared in DMEM2. 100
TCID50 of SARS-CoV-2 strain nCoV-WA1-2020 (MN985325.1)
was added. After 1 hour of incubation at 37°C and 5% CO2,
the virus:serum mixture was added to VeroE6 cells. Cytopathic effect was scored after 6 days at 37°C and 5% CO2 for
6 days. The virus neutralization titer was expressed as the reciprocal value of the highest dilution of the serum which still
inhibited virus replication.
RNA extraction and quantitative reverse-transcription polymerase chain reaction
RNA was extracted from nasal swabs and BAL using the
QiaAmp Viral RNA kit (Qiagen) according to the manufacturer's instructions. Tissue was homogenized and extracted using the RNeasy kit (Qiagen) according to the manufacturer's
instructions. Viral gRNA (42) and sgRNA (43) specific assays
were used for the detection of viral RNA. Five μl RNA was
tested with the Rotor-Gene probe kit (Qiagen) or Quantstudio
(Thermo Fisher Scientific) according to instructions of the
manufacturer. Dilutions of SARS-CoV-2 standards with
known genome copies were run in parallel.
Expression and purification of SARS-CoV-2 S and
receptor binding domain
Protein production was performed as described previously (44, 45). Expression plasmids encoding the codon optimized SARS-CoV-2 full length S and RBD were obtained from
Kizzmekia Corbett and Barney Graham (Vaccine Research
Center, National Institutes of Health) (46) and Florian
Krammer (Icahn School of Medicine at Mt. Sinai) (47). Expression was performed in Freestyle 293-F cells (Thermo
Fisher Scientific) maintained in Freestyle 293 Expression Medium (Gibco) at 37°C and 8% CO2 shaking at 130 rpm. Cultures totaling 500 mL were transfected with
polyethylenimine (PEI) at a density of one million cells per
mL. Supernatant was harvested 7 days post transfection, clarified by centrifugation and filtered through a 0.22 μM membrane. The protein was purified using Ni-NTA immobilized
metal-affinity chromatography (IMAC) using Ni Sepharose 6
Fast Flow Resin (GE Lifesciences) or NiNTA Agarose
(QIAGEN) and gravity flow. After elution the protein was
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500,000 cells per well and were stimulated with 4 contiguous
peptide pools that spanned the length of the SARS-CoV-2 S
protein sequence at a concentration of 2 μg/mL per peptide
(Mimotopes). The ImmunoSpot Human IFNγ Single-Color
Enzymatic ELISpot Assay Kit was performed according to the
manufacturer’s protocol (Cellular Technology). ELISpot
plates were inactivated in formalin overnight before removal
from biosafety level 4 facilities before reading. Analysis was
performed using the CTL ImmunoSpot Analyzer and ImmunoSpot Software (Cellular Technology). Spot-forming
units per 1.0 × 106 PBMCs were summed across the four peptide pools for each animal.
cDNA Synthesis
cDNAs were prepared according to Briese et al. (48)
Briefly, RNA was extracted from hamster swabs and tissues
following the QiaAmp Viral RNA extraction protocol (Qiagen)
and 11 μL was taken into the SuperScript IV First-Strand
cDNA synthesis system (Thermo Fisher Scientific) following
the manufacturer’s instructions. After RNase H treatment,
second-strand synthesis was performed using Klenow fragment (New England Biolabs) following the manufacturer’s instructions. The resulting double-stranded cDNAs (ds-cDNA)
were then purified using Ampure XP bead purification (Beckman Coulter) and eluted into 30 μL water.
Sequencing Library Construction and SARS-CoV2
Enrichment
To construct sequencing libraries, 25 μL ds-cDNA was
brought to a final volume of 53 μL in Elution Buffer (Agilent
Technologies) and sheared on a Covaris LE220 (Covaris) to
generate an average size of 180-220 base pairs (bp). The following settings were used: peak incident power, 450 W; duty
factor, 15%; cycles per burst, 1000; and time, 300 s. The Kapa
HyperPrep kit was utilized to prepare libraries from 50 μL of
each sheared cDNA sample following modifications of the
Kapa HyperPrep kit, version 8.20, and SeqCap EZ HyperCap
Workflow, version 2.3, user guides (Roche Sequencing Solutions, Inc.). Adapter ligation was performed for 1 hour at 20°C
using the Kapa Unique-Dual Indexed Adapters diluted to 1.5
μM concentration (Roche Sequencing Solutions, Inc.). Following ligation, samples were purified with AmPure XP
beads (Beckman Coulter) and subjected to double-sided size
selection as specified in the SeqCap EZ HyperCap Workflow
User’s guide. Pre-capture polymerase chain reaction (PCR)
amplification was performed using 12 cycles, followed by purification using AmPure XP beads. Purified libraries were assessed for quality on the Bioanalyzer 2100 using the High
Sensitivity DNA chip assay (Agilent Technologies). Quantification of pre-capture libraries was performed using the Qubit
dsDNA HS Assay kit and the Qubit 3.0 fluorometer following
the manufacturer’s instructions (Thermo Fisher Scientific).
The myBaits Expert Virus bait library was used to enrich
samples for SARS-CoV-2 according to the myBaits
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channel, and then the geometric mean fluorescent intensity
(MFI) in the FITC channel was determined using FlowJo 10
(BD Biosciences) software and analyzed in Graphpad Prism
version 8.3.0.
Antibody dependent monocyte cellular phagocytosis
Beads were prepared as described above. Serum was diluted 100x in RPMI-1640, 100 μl was mixed with 10 μl beads
and incubated at 37°C for 2 hours. Beads were washed once
with RPMI-1640. THP-1 cells (American Type Culture Collection, TIB-202) were diluted to 1.25 × 105 cells/mL in RPMI1640. 100 μl was added per sample and incubated at 37°C for
18 hours. Cells were fixed in 10% formalin for 15 min at room
temperature in the dark, washed twice with PBS and ran on
a BD FACS Symphony A5 (BD Biosciences) flow cytometer
using a high throughput sampler. All samples were run in
duplicate as described above.
Antibody-dependent NK cell activation
NK cell activation was assessed using methods similar to
those previously described (1, 2). Briefly, cells were isolated
from 30 mL of heparin-treated whole blood collected from a
healthy human donor (NIH IRB 01-I-N055) using the RosetteSep Human NK Cell Enrichment Cocktail according to
the manufacturer’s instructions (StemCell). NK cells were
rested overnight at 37°C in complete RPMI-1640 media supplemented with 10% fetal bovine serum and 1 ng/mL of interleukin-15 (StemCell). Nunc MaxiSorp 96-well ELISA plates
(Thermo Fisher Scientific) were coated with 3 μg/mL of
SARS-CoV-2 S or RBD antigen for 2 hours at 37°C. Plates were
subsequently washed and blocked with a solution of 5% BSA
in 1X Dulbecco's phosphate-buffered saline overnight at 4°C.
Sera samples collected at -56 and 0 DPI were diluted 1:25 in
blocking buffer, plated in duplicates, and incubated on the
coated ELISA plates for 2 hours at 37°C. NK cells were resuspended in a staining cocktail containing anti-CD107a-PE-Cy7
antibody (1:100, BioLegend), GolgiStop (1:1500, BD Biosciences), and GolgiPlug (1:1000, BD Biosciences). After removal
of sera from the plate, 5.0x104 NK cells were added per well
and incubated at 37°C for 6 hours. Surface staining was carried out at room temperature for 30 min using anti-CD56
brilliant ultraviolet (BUV)737 (1:100, BD Biosciences), antiCD16 brilliant violet (BV)510 (1:100, BioLegend), and antiCD3 BV650 (1:200, BD Biosciences) antibodies prior to fixation and permeabilization using Cytofix/CytoPerm solution
(BD Biosciences) per manufacturer’s instructions. Intracellular staining was performed using anti-IFN-ɣ Peridinin-Chlorophyll-Protein-Cy5.5 (1:50, BioLegend) and anti-MIP-1β-PE
(1:50, BD Biosciences) antibodies. Data acquisition was performed using FACSymphony A5 (BD Biosciences). NK cells
were identified by gating on CD3- CD16+ CD56+ cells.
ELIspot assay
ELIspot assays were performed as described previously
(8). PBMCs were plated at a concentration of 300,000-
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Two-tailed Mann–Whitney tests, two-way analysis of variance (ANOVA), mixed-effect analysis, Fisher test, Spearman
rank (two-sided) correlation coefficients, or Kruskall-Wallis
analysis were conducted to compare differences between
groups using Graphpad Prism version 8.3.0. Statistical tests
used are identified in figure legends. Principal component
analysis was performed using the R packages “FactoMineR”
and “factoextra” to compare antibody and virology profiles.
Spearman rank (two-sided) correlation coefficients for pairwise comparisons between all variables were generated using
the R “cor” function; the correlation matrix was visualized in
R using “ggcorplot.”
SUPPLEMENTARY MATERIALS
stm.sciencemag.org/cgi/content/full/scitranslmed.abh0755/DC1
Figs. S1 and S2
Tables S1 to S2
Data file S1
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Hybridization Capture for Targeted NGS, version 4.01, protocol. Briefly, libraries were sorted according to estimated genome copies and pooled to create a combined mass of 2 μg
for each capture reaction. Depending on estimated genome
copies, two to six libraries were pooled for each capture reaction. Capture hybridizations were performed for 16 to 19
hours at 65°C and subjected to 8 to 14 PCR cycles after enrichment. SARS-CoV-2-enriched libraries were purified and
quantified using the Kapa Library Quant Universal quantitative (q)PCR mix in accordance with the manufacturer’s instructions. Libraries were diluted to a final working
concentration of 1 to 2 nM, titrated to 20 pM, and sequenced
as 2 X 150 bp reads on the MiSeq sequencing instrument using the MiSeq Micro kit version 2 (Illumina).
Next Generation Sequencing data analysis
Raw fastq reads were adapter trimmed using Cutadapt v
1.12 (49), followed by quality trimming and quality filtering
using the FASTX Toolkit (Hannon Lab, CSHL). Reads were
paired up and aligned to the SARS-CoV-2 genome from isolate SARS-CoV-2/human/USA/RML-7/2020 (MW127503.1)
using Bowtie2 v 2.2.9 (50). PCR duplicates were removed using Picard MarkDuplicates v 2.18.7 (Broad Institute). Variant
detection was performed using GATK HaplotypeCaller v
4.1.2.0 (51) with ploidy set to 2. Raw variant calls were filtered
for high confidence variants using bcftools filter (52) with parameters QUAL > 500 and DP > 20.
Histology and immunohistochemistry
Necropsies and tissue sampling were performed according to IBC-approved protocols. Lungs were perfused with 10%
neutral-buffered formalin and fixed for eight days. Hereafter,
tissue was embedded in paraffin, processed using a VIP-6 Tissue Tek (Sakura Finetek) tissue processor, and embedded in
Ultraffin paraffin polymer (Cancer Diagnostics). Samples
were sectioned at 5 μm, deparaffinized in xylene, passed
through 100% ethanol, and rehydrated in tap water. Samples
were stained with Harris Hematoxylin (Cancer Diagnostics,
#SH3777), decolorized with 0.125% HCl/70% Ethanol, blued
in Pureview PH Blue (Cancer Diagnostics, #167020), counterstained with Eosin 615 (Cancer Diagnostics, #16601), dehydrated, and mounted in Micromount (Leica #3801731)
coverslipping media at room temperature. An in-house-generated SARS-CoV-2 nucleocapsid protein rabbit antibody
(Genscript) at a 1:1000 dilution was utilized to detect specific
anti-SARS-CoV-2 immunoreactivity, carried out on a Discovery ULTRA automated staining instrument (Roche Tissue Diagnostics) with a Discovery ChromoMap DAB (Ventana
Medical Systems) kit. The tissue slides were examined by a
board-certified veterinary anatomic pathologist blinded to
study group allocations. 18 sections, taken from six different
lung lobes were evaluated for each animal; a representative
lesion from each group was selected for figures.
Statistical analysis

First release: 27 July 2021

585, 268–272 (2020). doi:10.1038/s41586-020-2324-7 Medline
17. Y.-Z. Zhang, Novel 2019 coronavirus genome. https://virological.org/t/novel2019-coronavirus-genome/319.
18. E. Volz, V. Hill, J. T. McCrone, A. Price, D. Jorgensen, Á. O’Toole, J. Southgate, R.
Johnson, B. Jackson, F. F. Nascimento, S. M. Rey, S. M. Nicholls, R. M. Colquhoun,
A. da Silva Filipe, J. Shepherd, D. J. Pascall, R. Shah, N. Jesudason, K. Li, R. Jarrett,
N. Pacchiarini, M. Bull, L. Geidelberg, I. Siveroni, I. Goodfellow, N. J. Loman, O. G.
Pybus, D. L. Robertson, E. C. Thomson, A. Rambaut, T. R. Connor; COG-UK
Consortium, Evaluating the Effects of SARS-CoV-2 Spike Mutation D614G on
Transmissibility and Pathogenicity. Cell 184, 64–75.e11 (2021).
doi:10.1016/j.cell.2020.11.020 Medline
19. T. N. Starr, A. J. Greaney, A. Addetia, W. W. Hannon, M. C. Choudhary, A. S.
Dingens, J. Z. Li, J. D. Bloom, Prospective mapping of viral mutations that escape
antibodies used to treat COVID-19. Science 371, 850–854 (2021).
doi:10.1126/science.abf9302 Medline
20. M. W. Russell, Z. Moldoveanu, P. L. Ogra, J. Mestecky, Mucosal Immunity in
COVID-19: A Neglected but Critical Aspect of SARS-CoV-2 Infection. Front.
Immunol. 11, 611337 (2020). doi:10.3389/fimmu.2020.611337 Medline
21. B. Isho, K. T. Abe, M. Zuo, A. J. Jamal, B. Rathod, J. H. Wang, Z. Li, G. Chao, O. L.
Rojas, Y. M. Bang, A. Pu, N. Christie-Holmes, C. Gervais, D. Ceccarelli, P.
Samavarchi-Tehrani, F. Guvenc, P. Budylowski, A. Li, A. Paterson, F. Y. Yue, L. M.
Marin, L. Caldwell, J. L. Wrana, K. Colwill, F. Sicheri, S. Mubareka, S. D. Gray-Owen,
S. J. Drews, W. L. Siqueira, M. Barrios-Rodiles, M. Ostrowski, J. M. Rini, Y.
Durocher, A. J. McGeer, J. L. Gommerman, A.-C. Gingras, Persistence of serum
and saliva antibody responses to SARS-CoV-2 spike antigens in COVID-19
patients. Sci. Immunol. 5, eabe5511 (2020). doi:10.1126/sciimmunol.abe5511
Medline
22. C. Cervia, J. Nilsson, Y. Zurbuchen, A. Valaperti, J. Schreiner, A. Wolfensberger, M.
E. Raeber, S. Adamo, S. Weigang, M. Emmenegger, S. Hasler, P. P. Bosshard, E.
De Cecco, E. Bächli, A. Rudiger, M. Stüssi-Helbling, L. C. Huber, A. S. Zinkernagel,
D. J. Schaer, A. Aguzzi, G. Kochs, U. Held, E. Probst-Müller, S. K. Rampini, O.
Boyman, Systemic and mucosal antibody responses specific to SARS-CoV-2
during mild versus severe COVID-19. J. Allergy Clin. Immunol. 147, 545–557.e9
(2021). doi:10.1016/j.jaci.2020.10.040 Medline
23. A. Varadhachary, D. Chatterjee, J. Garza, R. P. Garr, C. Foley, A. F. Letkeman, J.
Dean, D. Haug, J. Breeze, R. Traylor, A. Malek, R. Nath, L. Linbeck, Salivary antiSARS-CoV-2 IgA as an accessible biomarker of mucosal immunity against COVID19. medRxiv (2020) doi:10.1101/2020.08.07.20170258.
24. H. Y. Reynolds, Immunoglobulin G and its function in the human respiratory tract.
Mayo Clin. Proc. 63, 161–174 (1988). doi:10.1016/S0025-6196(12)64949-0
Medline
25. H. Kubagawa, L. F. Bertoli, J. C. Barton, W. J. Koopman, J. Mestecky, M. D. Cooper,
Analysis of paraprotein transport into the saliva by using anti-idiotype antibodies.
J. Immunol. 138, 435–439 (1987). Medline
26. A. O. Hassan, N. M. Kafai, I. P. Dmitriev, J. M. Fox, B. K. Smith, I. B. Harvey, R. E.
Chen, E. S. Winkler, A. W. Wessel, J. B. Case, E. Kashentseva, B. T. McCune, A. L.
Bailey, H. Zhao, L. A. VanBlargan, Y.-N. Dai, M. Ma, L. J. Adams, S. Shrihari, J. E.
Danis, L. E. Gralinski, Y. J. Hou, A. Schäfer, A. S. Kim, S. P. Keeler, D. Weiskopf, R.
S. Baric, M. J. Holtzman, D. H. Fremont, D. T. Curiel, M. S. Diamond, A Single-Dose
Intranasal ChAd Vaccine Protects Upper and Lower Respiratory Tracts against
SARS-CoV-2. Cell 183, 169–184.e13 (2020). doi:10.1016/j.cell.2020.08.026
Medline
27. L. H. Tostanoski, F. Wegmann, A. J. Martinot, C. Loos, K. McMahan, N. B. Mercado,
J. Yu, C. N. Chan, S. Bondoc, C. E. Starke, M. Nekorchuk, K. Busman-Sahay, C.
Piedra-Mora, L. M. Wrijil, S. Ducat, J. Custers, C. Atyeo, S. Fischinger, J. S. Burke,
J. Feldman, B. M. Hauser, T. M. Caradonna, E. A. Bondzie, G. Dagotto, M. S. Gebre,
C. Jacob-Dolan, Z. Lin, S. H. Mahrokhian, F. Nampanya, R. Nityanandam, L.
Pessaint, M. Porto, V. Ali, D. Benetiene, K. Tevi, H. Andersen, M. G. Lewis, A. G.
Schmidt, D. A. Lauffenburger, G. Alter, J. D. Estes, H. Schuitemaker, R. Zahn, D. H.
Barouch, Ad26 vaccine protects against SARS-CoV-2 severe clinical disease in
hamsters. Nat. Med. 26, 1694–1700 (2020). doi:10.1038/s41591-020-1070-6
Medline
28. T. L. Bricker, T. L. Darling, A. O. Hassan, H. H. Harastani, A. Soung, X. Jiang, Y.-N.
Dai, H. Zhao, L. J. Adams, M. J. Holtzman, A. L. Bailey, J. B. Case, D. H. Fremont,
R. Klein, M. S. Diamond, A. C. M. Boon, A single intranasal or intramuscular

stm.sciencemag.org

(Page numbers not final at time of first release) 11

Downloaded from http://stm.sciencemag.org/ at Universite de Tours on August 17, 2021

Transmission of SARS-CoV-2: A Systematic Review and Meta-analysis. JAMA
Netw. Open 3, e2031756 (2020). doi:10.1001/jamanetworkopen.2020.31756
Medline
8. N. van Doremalen, T. Lambe, A. Spencer, S. Belij-Rammerstorfer, J. N.
Purushotham, J. R. Port, V. A. Avanzato, T. Bushmaker, A. Flaxman, M.
Ulaszewska, F. Feldmann, E. R. Allen, H. Sharpe, J. Schulz, M. Holbrook, A.
Okumura, K. Meade-White, L. Pérez-Pérez, N. J. Edwards, D. Wright, C. Bissett, C.
Gilbride, B. N. Williamson, R. Rosenke, D. Long, A. Ishwarbhai, R. Kailath, L. Rose,
S. Morris, C. Powers, J. Lovaglio, P. W. Hanley, D. Scott, G. Saturday, E. de Wit, S.
C. Gilbert, V. J. Munster, ChAdOx1 nCoV-19 vaccine prevents SARS-CoV-2
pneumonia in rhesus macaques. Nature 586, 578–582 (2020).
doi:10.1038/s41586-020-2608-y Medline
9. K. S. Corbett, B. Flynn, K. E. Foulds, J. R. Francica, S. Boyoglu-Barnum, A. P. Werner,
B. Flach, S. O’Connell, K. W. Bock, M. Minai, B. M. Nagata, H. Andersen, D. R.
Martinez, A. T. Noe, N. Douek, M. M. Donaldson, N. N. Nji, G. S. Alvarado, D. K.
Edwards, D. R. Flebbe, E. Lamb, N. A. Doria-Rose, B. C. Lin, M. K. Louder, S. O’Dell,
S. D. Schmidt, E. Phung, L. A. Chang, C. Yap, J. M. Todd, L. Pessaint, A. Van Ry, S.
Browne, J. Greenhouse, T. Putman-Taylor, A. Strasbaugh, T.-A. Campbell, A.
Cook, A. Dodson, K. Steingrebe, W. Shi, Y. Zhang, O. M. Abiona, L. Wang, A. Pegu,
E. S. Yang, K. Leung, T. Zhou, I.-T. Teng, A. Widge, I. Gordon, L. Novik, R. A.
Gillespie, R. J. Loomis, J. I. Moliva, G. Stewart-Jones, S. Himansu, W.-P. Kong, M.
C. Nason, K. M. Morabito, T. J. Ruckwardt, J. E. Ledgerwood, M. R. Gaudinski, P. D.
Kwong, J. R. Mascola, A. Carfi, M. G. Lewis, R. S. Baric, A. McDermott, I. N. Moore,
N. J. Sullivan, M. Roederer, R. A. Seder, B. S. Graham, Evaluation of the mRNA1273 Vaccine against SARS-CoV-2 in Nonhuman Primates. N. Engl. J. Med. 383,
1544–1555 (2020). doi:10.1056/NEJMoa2024671 Medline
10. H. Wang, Y. Zhang, B. Huang, W. Deng, Y. Quan, W. Wang, W. Xu, Y. Zhao, N. Li, J.
Zhang, H. Liang, L. Bao, Y. Xu, L. Ding, W. Zhou, H. Gao, J. Liu, P. Niu, L. Zhao, W.
Zhen, H. Fu, S. Yu, Z. Zhang, G. Xu, C. Li, Z. Lou, M. Xu, C. Qin, G. Wu, G. F. Gao, W.
Tan, X. Yang, Development of an Inactivated Vaccine Candidate, BBIBP-CorV, with
Potent Protection against SARS-CoV-2. Cell 182, 713–721.e9 (2020).
doi:10.1016/j.cell.2020.06.008 Medline
11. Q. Gao, L. Bao, H. Mao, L. Wang, K. Xu, M. Yang, Y. Li, L. Zhu, N. Wang, Z. Lv, H. Gao,
X. Ge, B. Kan, Y. Hu, J. Liu, F. Cai, D. Jiang, Y. Yin, C. Qin, J. Li, X. Gong, X. Lou, W.
Shi, D. Wu, H. Zhang, L. Zhu, W. Deng, Y. Li, J. Lu, C. Li, X. Wang, W. Yin, Y. Zhang,
C. Qin, Development of an inactivated vaccine candidate for SARS-CoV-2. Science
369, 77–81 (2020). doi:10.1126/science.abc1932 Medline
12. N. B. Mercado, R. Zahn, F. Wegmann, C. Loos, A. Chandrashekar, J. Yu, J. Liu, L.
Peter, K. McMahan, L. H. Tostanoski, X. He, D. R. Martinez, L. Rutten, R. Bos, D.
van Manen, J. Vellinga, J. Custers, J. P. Langedijk, T. Kwaks, M. J. G. Bakkers, D.
Zuijdgeest, S. K. Rosendahl Huber, C. Atyeo, S. Fischinger, J. S. Burke, J. Feldman,
B. M. Hauser, T. M. Caradonna, E. A. Bondzie, G. Dagotto, M. S. Gebre, E. Hoffman,
C. Jacob-Dolan, M. Kirilova, Z. Li, Z. Lin, S. H. Mahrokhian, L. F. Maxfield, F.
Nampanya, R. Nityanandam, J. P. Nkolola, S. Patel, J. D. Ventura, K. Verrington, H.
Wan, L. Pessaint, A. Van Ry, K. Blade, A. Strasbaugh, M. Cabus, R. Brown, A. Cook,
S. Zouantchangadou, E. Teow, H. Andersen, M. G. Lewis, Y. Cai, B. Chen, A. G.
Schmidt, R. K. Reeves, R. S. Baric, D. A. Lauffenburger, G. Alter, P. Stoffels, M.
Mammen, J. Van Hoof, H. Schuitemaker, D. H. Barouch, Single-shot Ad26 vaccine
protects against SARS-CoV-2 in rhesus macaques. Nature 586, 583–588 (2020).
doi:10.1038/s41586-020-2607-z Medline
13. F. Krammer, SARS-CoV-2 vaccines in development. Nature 586, 516–527 (2020).
doi:10.1038/s41586-020-2798-3 Medline
14. K. Rosenke, K. Meade-White, M. Letko, C. Clancy, F. Hansen, Y. Liu, A. Okumura,
T.-L. Tang-Huau, R. Li, G. Saturday, F. Feldmann, D. Scott, Z. Wang, V. Munster,
M. A. Jarvis, H. Feldmann, Defining the Syrian hamster as a highly susceptible
preclinical model for SARS-CoV-2 infection. Emerg. Microbes Infect. 9, 2673–
2684 (2020). doi:10.1080/22221751.2020.1858177 Medline
15. S. F. Sia, L.-M. Yan, A. W. H. Chin, K. Fung, K.-T. Choy, A. Y. L. Wong, P.
Kaewpreedee, R. A. P. M. Perera, L. L. M. Poon, J. M. Nicholls, M. Peiris, H.-L. Yen,
Pathogenesis and transmission of SARS-CoV-2 in golden hamsters. Nature 583,
834–838 (2020). doi:10.1038/s41586-020-2342-5 Medline
16. V. J. Munster, F. Feldmann, B. N. Williamson, N. van Doremalen, L. Pérez-Pérez, J.
Schulz, K. Meade-White, A. Okumura, J. Callison, B. Brumbaugh, V. A. Avanzato,
R. Rosenke, P. W. Hanley, G. Saturday, D. Scott, E. R. Fischer, E. de Wit,
Respiratory disease in rhesus macaques inoculated with SARS-CoV-2. Nature

First release: 27 July 2021

value. J. Am. Assoc. Lab. Anim. Sci. 47, 47–51 (2008). Medline
42. V. M. Corman, O. Landt, M. Kaiser, R. Molenkamp, A. Meijer, D. K. W. Chu, T.
Bleicker, S. Brünink, J. Schneider, M. L. Schmidt, D. G. J. C. Mulders, B. L.
Haagmans, B. van der Veer, S. van den Brink, L. Wijsman, G. Goderski, J.-L.
Romette, J. Ellis, M. Zambon, M. Peiris, H. Goossens, C. Reusken, M. P. G.
Koopmans, C. Drosten, Detection of 2019 novel coronavirus (2019-nCoV) by realtime RT-PCR. Euro Surveill. 25, ••• (2020). doi:10.2807/15607917.ES.2020.25.3.2000045 Medline
43. R. Wölfel, V. M. Corman, W. Guggemos, M. Seilmaier, S. Zange, M. A. Müller, D.
Niemeyer, T. C. Jones, P. Vollmar, C. Rothe, M. Hoelscher, T. Bleicker, S. Brünink,
J. Schneider, R. Ehmann, K. Zwirglmaier, C. Drosten, C. Wendtner, Virological
assessment of hospitalized patients with COVID-2019. Nature 581, 465–469
(2020). doi:10.1038/s41586-020-2196-x Medline
44. V. A. Avanzato, M. J. Matson, S. N. Seifert, R. Pryce, B. N. Williamson, S. L. Anzick,
K. Barbian, S. D. Judson, E. R. Fischer, C. Martens, T. A. Bowden, E. de Wit, F. X.
Riedo, V. J. Munster, Case Study: Prolonged Infectious SARS-CoV-2 Shedding
from an Asymptomatic Immunocompromised Individual with Cancer. Cells 183,
1901–1912.e9 (2020). doi:10.1016/j.cell.2020.10.049 Medline
45. D. Stadlbauer, F. Amanat, V. Chromikova, K. Jiang, S. Strohmeier, G. A.
Arunkumar, J. Tan, D. Bhavsar, C. Capuano, E. Kirkpatrick, P. Meade, R. N. Brito,
C. Teo, M. McMahon, V. Simon, F. Krammer, SARS-CoV-2 Seroconversion in
Humans: A Detailed Protocol for a Serological Assay, Antigen Production, and
Test Setup. Curr. Protoc. Microbiol. 57, e100 (2020). doi:10.1002/cpmc.100
Medline
46. D. Wrapp, N. Wang, K. S. Corbett, J. A. Goldsmith, C.-L. Hsieh, O. Abiona, B. S.
Graham, J. S. McLellan, Cryo-EM structure of the 2019-nCoV spike in the
prefusion
conformation.
Science
367,
1260–1263
(2020).
doi:10.1126/science.abb2507 Medline
47. F. Amanat, D. Stadlbauer, S. Strohmeier, T. H. O. Nguyen, V. Chromikova, M.
McMahon, K. Jiang, G. A. Arunkumar, D. Jurczyszak, J. Polanco, M. BermudezGonzalez, G. Kleiner, T. Aydillo, L. Miorin, D. S. Fierer, L. A. Lugo, E. M. Kojic, J.
Stoever, S. T. H. Liu, C. Cunningham-Rundles, P. L. Felgner, T. Moran, A. GarcíaSastre, D. Caplivski, A. C. Cheng, K. Kedzierska, O. Vapalahti, J. M. Hepojoki, V.
Simon, F. Krammer, A serological assay to detect SARS-CoV-2 seroconversion in
humans. Nat. Med. 26, 1033–1036 (2020). doi:10.1038/s41591-020-0913-5
Medline
48. T. Briese, A. Kapoor, N. Mishra, K. Jain, A. Kumar, O. J. Jabado, W. I. Lipkin, Virome
Capture Sequencing Enables Sensitive Viral Diagnosis and Comprehensive
Virome Analysis. mBio 6, e01491–e15 (2015). doi:10.1128/mBio.01491-15 Medline
49. M. Martin, Cutadapt removes adapter sequences from high-throughput
sequencing reads. EMBnet. J. 17, 10 (2011). doi:10.14806/ej.17.1.200
50. B. Langmead, S. L. Salzberg, Fast gapped-read alignment with Bowtie 2. Nat.
Methods 9, 357–359 (2012). doi:10.1038/nmeth.1923 Medline
51. A. McKenna, M. Hanna, E. Banks, A. Sivachenko, K. Cibulskis, A. Kernytsky, K.
Garimella, D. Altshuler, S. Gabriel, M. Daly, M. A. DePristo, The Genome Analysis
Toolkit: A MapReduce framework for analyzing next-generation DNA sequencing
data. Genome Res. 20, 1297–1303 (2010). doi:10.1101/gr.107524.110 Medline
52. H. Li, A statistical framework for SNP calling, mutation discovery, association
mapping and population genetical parameter estimation from sequencing data.
Bioinformatics 27, 2987–2993 (2011). doi:10.1093/bioinformatics/btr509
Medline
Acknowledgments: We thank O. Abiona, A. Athman, B. Bailes, R. Cole, K. Corbett, K.
Cordova, L. Crawford, S. Gallogly, B. Graham, L. Heaney, M. Jones, R. LaCasse,
M. Marsh, K. Menk, A. Mora, R. Perry, R. Rivera, R. Rosenke, L. Shupert, B. Smith,
A. Weidow, and M. Woods for their assistance during this study. Funding: This
work was supported by the Intramural Research Program of the National
Institute of Allergy and Infectious Diseases (NIAID), National Institutes of Health
(NIH) (1ZIAAI001179-01 to V.J.M.), the Department of Health and Social Care
using UK Aid funding managed by the National Institute for Health Research
(NIHR) (to S.C.G.), the NIAID Centers of Excellence for Influenza Research and
Surveillance (CEIRS) contract HHSN272201400008C (to F.K.), and the
Collaborative Influenza Vaccine Innovation Centers (CIVIC) contract
75N93019C00051 (to F.K.). Author contributions: N.v.D., J.N.P., and V.J.M.
designed the studies, N.v.D., J.N.P., J.E.S., M.G.H., T.B., A.C., J.R.P., C.K.Y, A.O.,
G.S., J.L., P.W.H, B.J.S., S.L.A., K.B., and V.J.M. performed the experiments, F.A.

stm.sciencemag.org

(Page numbers not final at time of first release) 12

Downloaded from http://stm.sciencemag.org/ at Universite de Tours on August 17, 2021

immunization with chimpanzee adenovirus-vectored SARS-CoV-2 vaccine
protects against pneumonia in hamsters. Cell Rep. 36, 109400 (2021).
doi:10.1016/j.celrep.2021.109400 Medline
29. E. de Wit, J. Prescott, D. Falzarano, T. Bushmaker, D. Scott, H. Feldmann, V. J.
Munster, Foodborne transmission of nipah virus in Syrian hamsters. PLOS Pathog.
10, e1004001 (2014). doi:10.1371/journal.ppat.1004001 Medline
30. J. R. Port et al., SARS-CoV-2 disease severity and transmission efficiency is
increased for airborne but not fomite exposure in Syrian hamsters. Biorxiv
10.1101/2020.12.28.424565 (2020).
31. T. L. Bricker et al., A single intranasal or intramuscular immunization with
chimpanzee adenovirus vectored SARS-CoV-2 vaccine protects against
pneumonia in hamsters. Biorxiv 10.1101/2020.12.02.408823 (2020).
32. V. J. Munster, D. Wells, T. Lambe, D. Wright, R. J. Fischer, T. Bushmaker, G.
Saturday, N. van Doremalen, S. C. Gilbert, E. de Wit, G. M. Warimwe, Protective
efficacy of a novel simian adenovirus vaccine against lethal MERS-CoV challenge
in a transgenic human DPP4 mouse model. NPJ Vaccines 2, 28 (2017).
doi:10.1038/s41541-017-0029-1 Medline
33. K. McMahan, J. Yu, N. B. Mercado, C. Loos, L. H. Tostanoski, A. Chandrashekar, J.
Liu, L. Peter, C. Atyeo, A. Zhu, E. A. Bondzie, G. Dagotto, M. S. Gebre, C. JacobDolan, Z. Li, F. Nampanya, S. Patel, L. Pessaint, A. Van Ry, K. Blade, J. YalleyOgunro, M. Cabus, R. Brown, A. Cook, E. Teow, H. Andersen, M. G. Lewis, D. A.
Lauffenburger, G. Alter, D. H. Barouch, Correlates of protection against SARSCoV-2 in rhesus macaques. Nature 590, 630–634 (2021). doi:10.1038/s41586020-03041-6 Medline
34. J. R. Barrett, S. Belij-Rammerstorfer, C. Dold, K. J. Ewer, P. M. Folegatti, C. Gilbride,
R. Halkerston, J. Hill, D. Jenkin, L. Stockdale, M. K. Verheul, P. K. Aley, B. Angus,
D. Bellamy, E. Berrie, S. Bibi, M. Bittaye, M. W. Carroll, B. Cavell, E. A. Clutterbuck,
N. Edwards, A. Flaxman, M. Fuskova, A. Gorringe, B. Hallis, S. Kerridge, A. M.
Lawrie, A. Linder, X. Liu, M. Madhavan, R. Makinson, J. Mellors, A. Minassian, M.
Moore, Y. Mujadidi, E. Plested, I. Poulton, M. N. Ramasamy, H. Robinson, C. S.
Rollier, R. Song, M. D. Snape, R. Tarrant, S. Taylor, K. M. Thomas, M. Voysey, M. E.
E. Watson, D. Wright, A. D. Douglas, C. M. Green, A. V. S. Hill, T. Lambe, S. Gilbert,
A. J. Pollard; Oxford COVID Vaccine Trial Group, Phase 1/2 trial of SARS-CoV-2
vaccine ChAdOx1 nCoV-19 with a booster dose induces multifunctional antibody
responses. Nat. Med. 27, 279–288 (2021). doi:10.1038/s41591-020-01179-4
Medline
35. T. Zohar, C. Loos, S. Fischinger, C. Atyeo, C. Wang, M. D. Slein, J. Burke, J. Yu, J.
Feldman, B. M. Hauser, T. Caradonna, A. G. Schmidt, Y. Cai, H. Streeck, E. T. Ryan,
D. H. Barouch, R. C. Charles, D. A. Lauffenburger, G. Alter, Compromised Humoral
Functional Evolution Tracks with SARS-CoV-2 Mortality. Cell 183, 1508–1519.e12
(2020). doi:10.1016/j.cell.2020.10.052 Medline
36. A. Schäfer, F. Muecksch, J. C. C. Lorenzi, S. R. Leist, M. Cipolla, S. Bournazos, F.
Schmidt, R. M. Maison, A. Gazumyan, D. R. Martinez, R. S. Baric, D. F. Robbiani, T.
Hatziioannou, J. V. Ravetch, P. D. Bieniasz, R. A. Bowen, M. C. Nussenzweig, T. P.
Sheahan, Antibody potency, effector function, and combinations in protection
and therapy for SARS-CoV-2 infection in vivo. J. Exp. Med. 218, e20201993 (2021).
doi:10.1084/jem.20201993 Medline
37. M. D. J. Dicks, A. J. Spencer, N. J. Edwards, G. Wadell, K. Bojang, S. C. Gilbert, A. V.
S. Hill, M. G. Cottingham, A novel chimpanzee adenovirus vector with low human
seroprevalence: Improved systems for vector derivation and comparative
immunogenicity.
PLOS
ONE
7,
e40385
(2012).
doi:10.1371/journal.pone.0040385 Medline
38. B. Bewig, W. E. Schmidt, Accelerated titering of adenoviruses. Biotechniques 28,
870–873 (2000). doi:10.2144/00285bm08 Medline
39. J. V. Maizel Jr., D. O. White, M. D. Scharff, The polypeptides of adenovirus. I.
Evidence for multiple protein components in the virion and a comparison of types
2, 7A, and 12. Virology 36, 115–125 (1968). doi:10.1016/0042-6822(68)90121-9
Medline
40. R. S. Thwaites, K. Ito, J. M. S. Chingono, M. Coates, H. C. Jarvis, T. Tunstall, L.
Anderson-Dring, L. Cass, G. Rapeport, P. J. Openshaw, S. Nadel, T. T. Hansel,
Nasosorption as a Minimally Invasive Sampling Procedure: Mucosal Viral Load
and Inflammation in Primary RSV Bronchiolitis. J. Infect. Dis. 215, 1240–1244
(2017). doi:10.1093/infdis/jix150 Medline
41. M. L. Singletary, K. M. Phillippi-Falkenstein, E. Scanlon, R. P. Bohm Jr., R. S. Veazey,
A. F. Gill, Modification of a common BAL technique to enhance sample diagnostic

Downloaded from http://stm.sciencemag.org/ at Universite de Tours on August 17, 2021

and F.K. designed and provided RBD protein, N.v.D, J.N.P, A.O., J.L., P.H., S.L.A.,
C.M., S.C.G., T.L., and V.J.M analyzed results, N.v.D and J.N.P wrote the
manuscript, all co-authors reviewed the manuscript.; Competing interests:
S.C.G. is a board member of Vaccitech. S.C.G. and T.L. are co-inventors on a
patent covering the use of ChAdOx1-vector-based vaccines and a patent
application covering a SARS-CoV-2 (nCoV-19) vaccine (UK patent application no.
2003670.3). F.A. and F.K. are listed as co-inventors on a patent application for
serological assays as well as SARS-CoV-2 vaccines (International Application
Number PCT/US2021/31110 and 62/994,252). All other authors declare no
competing interests. Data and materials availability: All data are available in the
main text or the supplementary materials. This work is licensed under a Creative
Commons Attribution 4.0 International (CC BY 4.0) license, which permits
unrestricted use, distribution, and reproduction in any medium, provided the
original work is properly cited. To view a copy of this license, visit
https://creativecommons.org/licenses/by/4.0/. This license does not apply to
figures/photos/artwork or other content included in the article that is credited
to a third party; obtain authorization from the rights holder before using this
material.
Submitted 14 February 2021
Accepted 16 July 2021
Published First Release 27 July 2021
10.1126/scitranslmed.abh0755

First release: 27 July 2021

stm.sciencemag.org

(Page numbers not final at time of first release) 13

First release: 27 July 2021

stm.sciencemag.org

(Page numbers not final at time of first release) 14

Downloaded from http://stm.sciencemag.org/ at Universite de Tours on August 17, 2021

Fig. 1. Intranasal ChAdOx1 nCoV-19 vaccination protects Syrian hamsters from SARS-CoV-2 infection.
Hamsters (n=10 per group) were vaccinated via the IN route (purple), IM route (blue) or with control (C) vaccine
ChAdOx1 GFP via the IM route (green). (A) Binding antibody titers against SARS-CoV-2 S protein in serum are
shown for day 28 post vaccination. (B) Virus neutralizing antibody titers in serum are shown for day 28 post
vaccination. For (A and B), the geometric mean and 95% confidence interval are shown. Dotted line = limit of
detection.(C) Relative weight was measured as a percent of starting weight at indicated days post inoculation
(DPI) with SARS-CoV-2. #p<0.05 between IN and control group; *p<0.05 between vaccinated groups and control
group. Geometric mean and 95% CI are shown. (D) Viral load and viral titer in oropharyngeal swabs are shown as
geometric mean (symbols) and 95% confidence interval (shade). *p<0.05; **p< 0.01; ***p< 0.001 relative to
controls at the same time point. Dotted line = limit of detection. (E) Area under the curve (AUC) analysis is shown
for viral load and titer detection in oropharyngeal swabs over 7 days post inoculation. (F) Viral load and titer in lung
tissue isolated at 5 DPI are shown. For (E and F), the dashed line within the violin plots indicate median; dotted
lines within the violin plot indicate quartiles. Statistical analyses done using mixed-effect analyses (C), two-way
ANOVA (D), or Kruskal-Wallis test (E and F).
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Fig. 2. Lung pathology is reduced in ChAdOx1 nCoV-19 IN-vaccinated Syrian hamsters following
direct intranasal challenge with SARS-CoV-2. (A) H&E stained lung sections from control
hamsters 5 days after SARS-CoV-2 infection reveals moderate to marked interstitial pneumonia.
(B and C) H&E stained sections of lungs isolated from IN-vaccinated (B) or IM-vaccinated (C)
hamsters reveals no pathology after infection. (D) Numerous immunoreactive (brown) bronchiolar
epithelial cells and Type I & II pneumocytes are observed in control hamsters. (E and F) No
immunoreactivity is present in sections of lungs isolated from IN-vaccinated (E) or IM-vaccinated
(F) hamsters. Scale bars = 50μm.
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Fig. 3. Intranasal ChAdOx1 nCoV-19 vaccination protects Syrian hamsters from SARS-CoV-2 infection by
transmission. Hamsters (n=14 per group) were vaccinated via the IN route (purple), IM route (blue) or with control (C)
vaccine ChAdOx1 GFP via the IM route (green). (A) Hamsters received a single vaccination 28 days prior to exposure.
Donor animals were challenged at -1 days post exposure (DPE), and hamsters were co-housed for 4 hours, one day
later. (B) Binding antibody titers against SARS-CoV-2 S protein in serum are shown for day 28 post vaccination. (C)
Virus neutralizing antibody titers in serum are shown for day 28 post vaccination. For (B and C), the geometric mean
and 95% confidence interval are shown. Dotted line = limit of detection. (D) Relative weight was measured as a percent
of starting weight at indicated days post exposure (DPE) with SARS-CoV-2. #p<0.05 between IN and control group;
*p<0.05 between vaccinated groups and control group. Geometric mean and 95% CI are shown. (E) Viral load and viral
titer in oropharyngeal swabs are shown as geometric mean (symbols) and 95% confidence interval (shade). *p<0.05;
**p< 0.01; ***p< 0.001 relative to controls at the same time point. Dotted line = limit of detection. (F) Area under the
curve (AUC) analysis is shown for viral load and titer detection in oropharyngeal swabs over 7 DPE. (G) Viral load and
titer in lung tissue isolated at 5 DPI are shown. For (F and G), the dashed line within the violin plots indicate median;
dotted lines within the violin plot indicate quartiles. Statistical analyses done using mixed-effect analyses (D), two-way
ANOVA (E), or Kruskal-Wallis test (F and G).
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Fig. 4. Lung pathology is reduced in ChAdOx1 nCoV-19 IN-vaccinated Syrian hamsters cohoused with SARS-CoV-2 infected hamsters. (A) H&E stained lung sections from control hamsters
5 days after SARS-CoV-2 infection reveals moderate to marked interstitial pneumonia. (B) H&E
stained sections of lungs isolated from IN-vaccinated hamsters reveals no pathology after infection.
(C) H&E stained sections of lungs isolated from IM-vaccinated hamsters reveals mild interstitial
pneumonia after infection. (D) Numerous immunoreactive (brown) bronchiolar epithelial cells and
Type I & II pneumocytes are observed in control hamsters. (E) No immunoreactivity is present in
sections of lungs isolated from IN-vaccinated. (F) Scattered immunoreactive bronchiolar epithelial
cells and Type I &II pneumocytes are observed in IM-vaccinated hamsters. Scale bars = 50μm.
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Fig. 5. IN vaccination with ChAdOx1 nCoV-19 in rhesus macaques induces humoral and cellular immune
responses. (A to C) Truncated violin plot of SARS-CoV-2-specific IgG antibodies measured in serum (A), nasosorption
samples (B), and BAL (C) show evidence of spike and RBD-specific IgG in all three tissues at the indicated days post
prime vaccination (DPV) in animals receiving intranasal ChAdOx1 nCoV-19 (blue, n=4) but no serum IgG in control
animals (purple, n=4). (D to F) Truncated violin plot of SARS-CoV-2-specific IgA antibodies measured in serum (D),
nasosorption samples (E), and BAL (F) show induction of IgA at all three sites in IN-vaccinated animals. (G) Truncated
violin plot of neutralizing antibodies in serum are shown compared to convalescent sera (C, black) from individuals
with COVID-19. The red triangle indicates NIBSC serum control 20/130. (H) Truncated violin plot of effector functions
of antibodies in serum are shown. Antibody-dependent natural killer cell activation (ADNKA) are shown based on
expression of CD107a, IFN-γ, and MIP-1β. ADCP, antibody-dependent cellular phagocytosis; ADCD, antibodydependent complement deposition. (I) Truncated violin plots of S protein-specific T cell responses in PBMCs isolated
from vaccinated or controls animals at -14 DPI minus -56 DPI response. SFU, spot-forming units. Black lines indicate
median; dotted lines indicate quartiles. Blue indicates vaccinated animals and purple indicates control animals (only
56 DPV values shown).
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Fig. 6. SARS-CoV-2 detection in samples obtained from rhesus macaques upon virus challenge. (A) gRNA,
sgRNA and infectious virus concentrations were measured in nasal swabs at indicated days post inoculation (DPI).
(B) Area under the curve (AUC) was calculated as an indication of the total amount of virus shed in nasal swabs. (C)
gRNA, sgRNA and infectious virus concentrations were measured in BAL. (D) AUC was calculated as an indication
of the total amount of virus shed in BAL. (E and F) Amount of gRNA and sgRNA in nasal turbinates (E) and lung
tissue (F) are shown. For all panels, blue indicates vaccinated animals and purple indicates control animals. For (A
and C), dotted lines indicate individual animals and solid lines indicate geometric mean; shaded areas indicate 95%
confidence intervals. For (B, D, E, and F), solid lines indicate median and dotted lines indicate quartiles. *p<0.05;
***p<0.001; ****p<0.0001 as determined by two-tailed Mann-Whitney test.
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Fig. 7. Lung pathology is reduced in ChAdOx1 nCoV-19 IN-vaccinated rhesus
macaques after SARS-CoV-2 challenge. (A and B) Lung tissue sections isolated
from IN-vaccinated (A) and control (B) rhesus macaques were stained with
hematoxylin and eosin. Scale bar = 200μm. (A) Interstitial pneumonia
(arrowhead) and lymphocytic perivascular cuffing (arrow) were observed in
control samples. (B) No pathology was observed in IN-vaccinated lung samples.
(C and D) Immunohistochemistry for SARS-CoV-2 antigen (brown) reveals rare
type I pneumocyte immunoreactivity (arrow) in control samples (C) but no
immunoreactivity in IN-vaccinated samples (D). Scale bar = 20μm.
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Fig. 8. Vaccine-induced humoral responses influence viral RNA titers after SARS-CoV-2 challenge. (A) Principal
component analysis (PCA) plot of the multivariate antibody profile across all animals (numbered dots) is shown.
Ellipses indicate group distribution as 95% confidence interval. Mapped arrow projections indicate the influence of
individual variables on the principal components (PCs); the plot depicts only the top seven contributors. (B) The
complete antibody variable loading plots for PCs 1 and 2 are shown with a dotted line to indicate average expected
contribution. (C) PCA plot of the multivariate AUC virology profile across all animals (numbered dots) is shown.
Ellipses indicate group distribution as 95% confidence interval. Mapped arrow projections indicate the influence of
individual variables on the PCs. (D) The complete virology variable loading plots for PCs 1 and 2 are shown with a
dotted line to indicate average expected contribution. (E) A heatmap visualization is shown of the correlations
between antibody measures and viral RNA (AUC) titers for the IN-vaccinated animals. R values were generated using
two-sided Spearman rank correlation tests. Naso, nasosorption samples; VN, virus neutralization titer.
First release: 27 July 2021

stm.sciencemag.org

(Page numbers not final at time of first release) 21

Table 1. SNPs in SARS-CoV-2 S protein sequences obtained from hamster swabs.
Nucleotide
Amino acid Group
Number of reads
Day
Animal
change
change S
Mutation/total (%)
A23911T
Ala783Ala
IN
243/260 (93.5)
2 DPE
10
T24079G
Asp839Glu
IN
250/391 (63.9)
2 DPE
6
A24253C
Pro897Pro
IN
425/641 (66.3)
2 DPE
2
A25325C
Lys1255Gln
IM
273/768 (35.5)
2 DPE
20
C21707T
His49Tyr
IN
21/35 (60.0)
5 DPE
5
A22862G
Ile434Val
IN
88/90 (97.8)
5 DPE
6
C23248T
Phe562Phe
IN
126/126 (100)
5 DPE
1
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